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MBR-Net: A Multimodal Bi-Level Routing in PVTv2 for Fine-Grained Classification of
Circulating Tumor Cells
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CTC CTC cluster Epithelial cell Macro-
Methods
single AUC AUC debris AUC  average AUC

ResNet-50 0.973 0.9327 0.9382 0.948

DenseNet-121 0.9831 0.9611 0.9807 0.975
MobileNetV3-L 0.9824 0.9617 0.985 0.9764
EfficientNet-B2 0.9863 0.9715 0.9861 0.9813
ConvNeXt-T 0.9608 0.9205 0.9665 0.9493
ViT-B/16 0.9223 0.881 0.9672 0.9235
LeViT-256 0.9233 0.8866 0.9253 0.9117
MSCVIT 0.9385 0.9065 0.9726 0.9392
Swin-B 0.8487 0.8027 0.9351 0.8622
Swin Kansformer 0.9818 0.9554 0.9725 0.9699
PVTv2-B0 0.9877 0.963 0.979 0.9766
MBR-Net (Ours) 0.9905 0.9763 0.9834 0.9834
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